RETHEMWEVERAKEFR A A Tian Jin Super Biotechnology Developing Co.,Ltd
“9’ FWEEY  FEmARr X GERESE 6 SAEMLIEMF E3 162 Wik www.biosuper.com
BIOSUPER Hif:  (022) 85689195, 85689196, 5689198 f£3: (022) 85689199

a0 1 22 R SCOCRRIC B & T
20192 A

M FIE:

A, AN AL | /AR S R PRI I AR B HL e P I FH PR A S A A I = R O ) o
ABORIBR R A LA, o33 2R A T ot R e )y 2 Y R L R AR B s B R A A . O 1 5 (A A
ST AT S R T B R Ok T T AR AR I AR AU A R, G AR R YR S
RrHEA, KRR T EHIT 2019 4 12 AR Eh 5y 7Y AR IHHOR . BrEoR IR M
FISEAASR I SCRR, X FEAT () S i R g g, AT (3 A 2

FoME LML BB A R o3 A AU AR 5C 7= i, BN T T AR AR IR R AR vh L 75 5K, B IRR

HAT, BAVEIE TR FIRSS, Dt B IAT M A R — i

FRPH I -
{(Blood Reviews) ------ Impact factor GGZIEF) : 6.600
{Transfusion medicine reviews ) ------ Impact factor GZUHEF) : 4.111
{ Transfusion ) -----—- Impact factor CGGZIAEF) : 3.423

{ Transfusion medicine and hemotherapy) Impact factor (FZWi[EF) : 2.152

{ Blood transfusion ) -----—- Impact factor (FZUAIAF) = 2.138



{ Vox sanguinis) ------ Impact factor GZMET) : 2.107

(Transfusion medicine ) ------ Impact factor CGZMEF) : 1.798
(Transfusion Clinique et Biologique) ------ Impact factor GZIHEF) : 0.936

2019 4F 12 H XA B B2

19 B KA, f1FE ABO. RhD. A I BY % fi /NSRS U AE 56 SC ke Herfr,

1) RBUBrE R AL S S BOERARIES 75 (5 R BRI

2) M 7> F WA T BOAT RO N2 DR i R AR & 3 0

3) MBS EHRA LK TTRE 3

4) Ifw RS -

1o g it 2B R VLIS CHiLiS o S R D0 2D Sand i PR N2 P 23038 [l o5t 3 3, WL oF T 5

2. Z17 e RhD SEE A RIS R 1 75+

3. MEJLLH A JL-M By B IR R 1 R

5) M /NRUEECHE 15


http://journal.biomart.cn/0413606

H X

1 {Multiplex blood group typing by cellular surface plasmon resonance imaging) ...........c.ccc..ccu.e......5

2 {Comprehensive blood group antigen profile predictions for Western Desert Indigenous Australians from

Whole eXxome SEQUENCE Aatal) .........cccciiiiiiiiiiiie e e e e e e e a e e e 6
3 (ldentification of a novel A allele with c.106del in the ABO*AT.02) ...ooeoeeieeeeeee e 7
4 {A new RHD variant allele in Exon 2 identified in a Chinese individual) ............ccccooviviivieiiaennne 1

5 (ldentification of a novel B allele with a nucleotide deletion (c.3_4 del G) in the ABO gene associated

with @ Bx phenotype individualD ... e e 8
6 (Development and evaluation of a transfusion medicine genome wide genotyping array) ................ 8
7{The Red Cell Phenotype and Compatibility calculators:two web-based tools)............cccoceeeiieriinnnn.. 10

8 (Hemolytic disease of the fetus and newborn due to alloanti-M: three Chinese case reports and a review

OF TNE TEEIALUIE Y ..o e ettt e e e e e e e e e e et ettt e e e e e e e e e e e e e e e e e e 12

9 ( Neonatal alloimmune thrombocytopenia due to a new alloantigen Bl(a) defined by an Asp458Gly

SUDSHIULION 1N GPIIAY. . . oo e e e ettt e e e e e et e et e e e e e e e e e e e eeeenn 13

10 { The prevalence, alloimmunization risk factors, antigenic exposure,and evaluation of

antigen-matched red blood cells for thalassemia transfusions: a 10-year experience at a tertiary

(or=T ol aTo Y] o] v=1 I SO PRSRP 14

11 (A variant RhAG protein encoded by the RHAG*572A allele causes serological weak D expression

while maintaining normal RhCE phenotypes) ........cooiiiiiiiie e 15

12 ( Prevalence of SMIM1 c.64_80del17 homozygotes in southeastern Brazil: the Vel-negative



(o141 L0111 RPN 16
13  ( A novel c.166A>T (p.Thr56Ser) mutation in GYPB*S accounting for unusual S antigen
Loy oL (=TT (o] o 1 P EUPRPPPRR 17
14 {Comprehensive phenotypic and molecular investigation of RhD and RhCE variants in Moroccan blood
o [oTaToT £ PO P PRSPPI 18
15 (Molecular genetic analysis of weak ABO subgroups in the Chinese population reveals ten novel ABO
Y0 oo oYU o= 11 =111 SRS 19
16 ( Red blood cell alloimmunisation in transfusion-dependent thalassaemia: a systematic
FEVIBW .ottt ettt bttt b e bbbt b oAb b e e R e b e £ e Re e Rt e b e e h e e bt e ebe e b e e e e neenne e 20
17 {Red blood cell alloimmunisation in transfusion-dependent thalassaemia: a systematic review) ....21
18 {Antibodies to human platelet antigens form a significant proportion of platelet antibodies detected in
Indian patients with refractoriness to platelet transfusions) ..........ccoooeiiiiiiiii i 22

19 (Relevance and costs of RHD genotyping in women with a weak D phenotype) .........cccccoeeeieei.. 23



FENHRIC S E T (201942 A)

(G SN

( Transfusion )

Volume 59, Issue 2, Pages: C1, 433-827, February 2019; Volume 59, Issue 1, Pages: C1, 1-431, January 2019

1 {Multiplex blood group typing by cellular surface

plasmon resonance imaging)

(o R T <5 B T LR B A T % LB 20 2

fE%: Zoltan Szittner

KJF: Volume59, Issue2, February 2019, Pages 754-761

HE:

Tt WRII AN A8 A 2 o TR e G A A 7 A I PO B o AN AR 2 £ 200 M AT e R R S AR S A R
Kt ifn 52 AL ER A PR IOAFAE A RS . BEAE 300 2 A0 LA Bt JR (1 %, AR MEFR AL 58 4 AR 2 1 LK
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FHR100%Y) G, R ESUAR R IERUR, SR RERA
Ziit: AWPFERY], AT SPR MZHUE RBC 70 BUAE i EHUASAE T SCBUREAIE I, ik 7 N THERARR

], FTRESE R AR

2 {Comprehensive blood group antigen profile
predictions for Western Desert Indigenous Australians

from whole exome sequence data)

CANESH B T4 Fr 51 08E TR i R 25 A2
T L Y 0 SR )

g% : Elizna M

KJH: Volumeb9, Issue2, February 2019, Pages 768-778

HE:
W AYEPUE, BkE T, EARANET R AARARK . SR V2 NEAR, BRI L
F N M ALRFAE B 153 IR I BRI T H T BILAE T DU PR 2 icdf A 000 4 1 ) a2 5 e, FRATT A0 H A

R FN T 2 ORI, 5 T 57 A o 2 AT LA

Fm

Wi 5777 Telethon Kids Institute &4 1 72 51 VG VD5 25 RN f1) 4 40 21 JE IR e 90 B dls o A
Mt E VLA (ANNOVAR, Qiagen Bioinformatics)id Ji€ f5 17 36 MMM RG34 R, DL s+
KLF1 1 GATAL. Hid F 41 B i 95 DU 77 A, %85 RHCE*C S5 (& KA RHD 26457 - S 80k
J93 7% S 1) meta T KT (meta SNP)HF 7T T 4 SR S 8200

ZEOL: 21 A R G T 1) R S A St S At S R AR PUE SR AT . T 13 ARG, AT
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K12 AR 5 o
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AT ARIAIE TE g A AN () 2 A A r 1 7R A S f) St B O3 A A QO 2L IR R R B0 1 . X B I AT B4R =
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3 (ldentification of a novel A allele with c.106del in
the ABO*A1.02)

{ABO*A1.02 ] c.106del F=AERIFTHI A FHANEFLEE)

fE#: Li C,Ying X, Zhang H; WH/KTARERE

KJH: Volumeb9, Issue2, February 2019,Pages 789-790
HE:

HEER

4 (A new RHD variant allele in Exon 2 identified in a

Chinese individual)

(P EAFKAET RHD SMNETF 2 BT 744D

Y£%: ZhuY, Feng Z, Lyu H; &SI 0

KJH: Volumeb9, Issue2, February 2019,Pages 791-792

HE:
HEER
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https://www.ncbi.nlm.nih.gov/pubmed/?term=Ying X[Author]&cauthor=true&cauthor_uid=30450563
https://www.ncbi.nlm.nih.gov/pubmed/?term=Zhang H[Author]&cauthor=true&cauthor_uid=30450563

5 (ldentification of a novel B allele with a nucleotide

deletion (c.3_4 del G) in the ABO gene associated with a

Bx phenotype individual)
(Bx ERIK) ABO R HIRBRK(c.3_4 del G) K% B
SAEFEED

fE&: Ying Y, Hong X, Xu XP; #TYLT M MK = 0

KJH: Volumeb9, Issue2, February 2019,Pages 793-794
WE:

I

6 (Development and evaluation of a transfusion

medicine genome wide genotyping array)

Can I B= 22 2 (R 40 2 1 R o B % B O R R S5 P-4 )

Y& : GuoY, Busch MP, Seielstad M
KJE: Volumeb9, Issue1, January 2019,Pages 101-111

HE:
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AL ) AT O AR S o FRATTBETE T — i 0L S 22 B 51 (TM-Arrray), FH T FUTE AN [ 35 DR I A4 R 52 N
e DL DAL ) LA R 5
WEFE st 5771%: W2 KAEYME B2 e A W R 5K, B E e LIS S I AR NTRIE 0 UR R AR )i AR O A
RIFIIBAL AR 5, BEVHZFES]. 76 a BREAR . b BRER FURT Rh SE M A% b i N2 U2 651
SR BAHU S K 879,000 A SNP AIHE NI 2 A5 MEAbRID . B 99%H) SNP BA AT AME. HRSH R
W, ZFEESIHA RAFRR e AT G, BHRENT 0.03%. ZEEH M SR R R B AR R CE R
TE NN 0.9997). MBI S5 F 5 MLIE A I 45 - — 30, BE 20 a2 ) 27 048 e (55 A6 25k DR 4 2
0.5%). ZFEHISZHL T AEFEE A (97.5%) THHLF#5(96.1%) 4TV A (94.6%)F1 FA N (96.1%) ) 4= 3 Rl 4 1 54
B, BRTE 5%0) /NG BRI o
it W IRVR T — R T L I SO e RS e ARAE TV T A TR CE S [ ) TR B 1
SE IR SNP. LE I S 22 HF 7T AOAS AT , T 81K 06 R A 1R 384 20 0 L AT AR K (R A
TM-Array " SNPS B VK 2 37 A% M 5 5 A= 40 FE AR GWAS IR B4L, AN 4M7E SNP B E AT, 3k
P SE B AT AR, H K2R e BRI AL, BRI, AU R A7 75 2 55 (3 ik DR 3
E] 5% LR o BR T A% O R RER AR A PR, SOtie s e m iM%, W RBC. i/, 1A,
YA, SCD S ErE . AN T BRER A E S5 LR AU 1 SRRV I 1 AR D6 PR AN R A8 57 o 4 PubMed s
gene - type- tissue Expression project. Hl GWA SNP catalog 25 % JF BT T T 2 MG B2 . tah, &

AIBERM T Affymetrix FIZE4A H R AAMBA FEZHNR R E) . R M52 SRR <2% A —Ehk.



TABLE 3. Cross-tabulation of genetically inferred ABO
typing with serologically derived ABO blood types
show high concordance (> 98%) between the two
methods, suggesting high genotyping quality
(n =12,879). All RBC-Omics participants were
included in this analysis. Haplotype from five variants
(c.261delG, 467C > T, 703G > A, 802G > A, 1096G > A)
were used for genetical inference

Typed ABO
Genetically inferred ABO A AB B 0
A 4578 0 160 34
AB 3 526 1 1
B 5 3 1789 7
O 14 1 6 5751

7 {The Red Cell Phenotype and Compatibility

calculators:two web-based tools)

(A4 RBMMERETHER:HINET web I T E)

#E#: Simon Benson
KJE: Volumeb9, Issue1, January 2019,Pages 430-431

XN IGT H 2 DI R 55 1 AR [ A SR — A T B 1) R R v B B8 2 ) L A B A (R A A PR T AR T SR Y o
FEA4E ] Microsoft Excel 81 7 —/NREAZ )5, FATEE B FIFNNK LN FBAAE Z RN, BT A
H 7SRRI T web BT F o TX L8 TR 5 78 35 i PR 15 A MV I S 06 3 S e o FRATTAR) I 5 P 8 11 4k
fEdlor, H 2017 £ 3 ARATLIR, PHREH s Bl 100 K.

BEPE A AT REXT TR WAL MR R AE T AR, Feal R EIRK BR300 . A
AN MRS B, R Seie s, IGREE AN, WORRINE L0+ 5 2 MBI 55 TF K T PR SR 5
LA
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1. MR ESS: SAVFHI MEM I R G & Tk F0Rr E AL R Y, IR Sz 4L & e — )
NBEFHIHR

2. ZLAMUARAENETHSLAS . TN ABO IR U AR B 7 PR B0, A IR B e i i S 6 R A
T2 A5 BE AR B 5 R85 20 AN M AR AH DL FiC ) i o R ik 1

T 1

Choose the desired red cell phenotype using the drop down boxes below. Sanet
AEO (6] ~ MNS Please Selent - [[E® Please Select - RH rr -
Ly Please Select - | KEL12 [Kk+ - KEL 34  Hplab+) - KEL 56  Pleaze Sclect -
LE Pizase Select ~ | FY Fyla-b+) - | JK Flease Szled - DI Please Selecl -
YT Plaase Select - SC Please Select - | XG Flease Salect - Do Please Select -
co Please Select - W Please Select ~ CH Please Select -~ RG Please Select -
GE Please Select -~ CROM Please Select ~ | KN Flease Sslect - N Please Select -

Other Phenotypes

CALCULATE Resat

THEES 2:

RhD Type = Randon No. of Units

BGS Antibody Antigen Negative Frequency
MN Piease Selsct -

S5 Piease Selecl v

P Piease Select -

RH ] - e- 2.4%
Ly Please Select -

KEL 1.2 K ¥ K- 81.0%
KEL 3.4 Kpa w Kpia- 88.0%
LE Piease Selscl -

Y Fy v Fy(-) 17.0%
JK Pleasa Selact -

co Plaase Select -

Other Antibodies Reset
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8¢{Hemolytic disease of the fetus and newborn due to

alloanti-M: three Chinese case reports and a review of

the literature)

(Hi-M BrBie )L R FT 4 ) LI AR5 3 54 2 A SR [B1 )6t )

#g%: SiLi, Chunyan Mo
>k : Volume59, Issue1, January 2019,Pages 385-395

WE:

HE: B TAEWRDEIE T, $-M GO EIR K EARAIRKE L. R0, B2 K d5t-M 250
H R ) LAHTAE ) LA A2 (HDFN) CA R IE, JCHREINARE, 12500 2 S BU™ EKIG LKA 2R R .
Wit 553k 3 B 5 AR ARG IF A LK ) P B 22 AN AN BE7E o AEBRATR ORI, BEAT T — RIS
AR LA A LN R R R ST € o« SRR XTAR ) LEEAT 5 P S LA™ eI, Bh4h, 8845 7 AR R
(1) 5 T Py [ o S A 04 51 A2 PR HDFN 3 461 B JFG s R T ITIL 378 2R AIE

8L 312 IE R A M-N+R BN IK P AZLE IgM 519G Ht-M. A AT AR ) Lad et i 75 dp Ao 75 A0 i
MRS I A AR ™ EST L. T3 4b, £E 3 1R ) LI 7 1A 4Gl 1) M+N+R AR 19G Hi-M, i  1:1 ~ 1:128.
FAk, PR LI RCIRGE LT EORAIR, B PR A 2 AT, L2 X E WA EHi)E, 3 Bl JLE
13, JFEREUT R IR H

Z5ig: [FFhSRAADT-M Sl vl 51 ™ 1) HDFN AR AR Frhs PE ML, AL XL AR B0 L, S 2120

A AT R SRR 22—
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TABLE 1. Blood phenotype and serologic test in three Chinese MN isoimmunization cases
. Titer of IgG
Case ABO Rh MN 1gG c3 IAT Eluted-IAT anti-M
1 Mother o} CCDee NN + 4
Father AB CcDEe MM
Fetus B D+ MN - - + + 1%
2 Mother A CcDEe NN + 256
Father B D+ MN
Fetus B D+ MN - - + 128
3 Mother A D+ NN + 8
Father A D+ MM
Fetus (0] D+ MN + 8
* The titer of anti-B in elution was 2.

9 {Neonatal alloimmune thrombocytopenia due to a

new alloantigen Bl(a) defined by an Asp458Gly

substitution in GPllla)
CHFrAE ) L IR Fob G /SR Rk 2 = B T — b3 B9 R A i

JZ Bl(a): GPllla & Asp458Gly E({X5[#&)

g% : Anthony Poles,Geoff Lucas
KJE: Volumeb9, Issue1, January 2019,Pages 396-404

HE:

St WA LIRS 4 S 2 ML /SR D/ (NAIT Y 2 b B — /N8 0 W E SO SR/ MR BT S (HPAS )
WA SHENT . % NAIT 551 ) A A2 BT B G A7 AR AR 22 A5k 7 A 1) e P S AN 14 I/ INASORRE 2
Fo SRR HPA TR /MR AT V1P R BT (ER BESR AL NAIT FHIEYS T, I KR AL AT
DI I B2 M35 55 SO ML/ AR 59 7 R AGE

WEFCBH AN — BRI 2E ) IR b S 4 G 2 /N i/ (NAAIT ) 8 3 AT A BRI 22 A7y R A

TNFH %5 58 AR R ML /NSCRF SR DR, JF3EAT HPA 38, 23 T3l 122 it B2 TR R 9 T a5 i £ A2 b
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g SR I /INKR 5 5% 3% (platelet immunofluorescence test, PIFT)F1 GPIIb/Illa 852 4t A [ 5 i /i
P (platelet antigen, MAIPA)E ke il 2 BEATUAR, ANAES SR /MRS XBC AL BoA SOV ) BEARST
o EFRIEFE AR T, — MR c.1373A> G £ ITGB3 M1 10 R, SFECRZARBCH =
Mi2(p.Asp458Gly). 4l GPllla #is ARG W EHINRA, F1E HEK293 4l i Kk GPlIb, g fHAdi
R R . 7> TR IR R, R R AAE — AR BRI AL A

58 AWBIHER T — R IL MR TR (Aspd58Gly), BIFE NAIT HsE 3L T —/NE— 2B i IR B 48 1

AR A B I /SRR S SO B Dy S STARATER ML /MO B 2 22 A S e B B S T AR . iR A 2

B7 1) NAIT g RIESE, (EHRA] IS5 =R AN GEIESE, N #EAT 58 ILHE .

10 {The prevalence, alloimmunization risk factors,

antigenic exposure,and evaluation of antigen-matched
red blood cells for thalassemia transfusions: a 10-year

experience at a tertiary care hospital)
(Hb g3 M MK BR R, MRt EaREER. Hi
JR & FE PR ILECZL A0 B K PR R =R IREE R TR L 10

fE%: Amornrat V. Romphruk
KJE: Volumeb9, Issue1, January 2019,Pages 177-184

HE:
o EZRE, MLHEEA E-B O Mgz MANZE-5 7~ B O b rpifE 37 L2 f5e i I AR S0 I R 6 P8 P b o g 5T
ML A IXEEAF B 3 P RE 2 R LI PR IF AORE, A ZL 40 Rl R R S o AEAHT T, JRATTE R E [F)

PRI R S [FIFP AR G B R 3R L PR 28 B ATV 214 i Sy VL FC T )5L(C, C, E, E, Mia)&iCR .
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BB 7775: M 2008 4F2 2017 4F, fERE =20 AR BEBEAE S il 2T 3, O 10 4R, [ i
£, AFEEHE MO MR, s K. FR SRR,

g L SR Hh i 7Y 1ML AR 383 Bl (B3 1 178 19, £k 205 ). L1 40 R Fh SR A i BRIKATER  19.3% .
— L RE 2 R TR I R . AR O MM I B 5 B K. $T-E(49[39.5%]). $i-mid(24[19.4%])
PU-c(19[15.3%]) /2 o5 WA BUAAR o FEUI o 538 0 [0 e Sk S e e P R e o 4 L SR8 ey, R0 o A
G IR . HUERULAC ) RBC 4t IR [ Ah Ak e e R i pa s, 24, 3.5%(5/143) 1) &
LT [FA SR % . PU-E FIPT mid, X EehiAA ] RS HAR KA.

ghip: 5 Kell MAPURME, REEHFERF S >4 Rh A M2 ik, 42482 ILR KPR (C, ¢, E, e, Mi?)4L

2R 6 P A v e A B L R A I ) R

11 (A variant RhAG protein encoded by the

RHAG*572A allele causes serological weak D expression

while maintaining normal RhCE phenotypes)
(H#1 RhAG *572A i EEHwiGHIZR 714 RhAG EHE
4FFIE'E RhCE REFFER, F&EMIFEF5 D RE)

fE%: Jizhi Wen, Onno J.H.M. Verhagen
KJH: Volumeb9, Issue1, January 2019,Pages 405-411

HE:
TRt RS D R BAE I B G RHD JE D8 R 5 SCHRAL | Gt [X 4 A BLRAE RAE, 1847 2% 2¢ RHD- CE -D
LD . Rh 8 A IR RIE P B E A (A1 RhAG A1 ankyrin 1) 4w %3 K & 4284, T HE 32 Rh )i
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WA 577 REMTE Y55 D B Bk 3 A . WE T RhAG $iliE3RiE . RhD #1 RhCE £A! . @it
RH £ B ARHIRE 1 (MLPA) 7 RHD Al RHCE A% . RHD #h &1 Sanger /7. RHAG Al ANK1
S F R ZARMF(NGS) AT BT . AR ANRIAIE TOR F 3 Rk RHAG*572A BT AER RHAG, 454
RHD 5 RHCE, # A\ HEK 293 T 4ifii. {41 fu K45l RHAG. RhD. RhCE %ik.

ZERL. M55 D M. IER C+c-E-e+%& A, RHMLPA il iE % CCDDee 3£[X %, Sanger il ¥ RHD
BHE AR . 4iG TR (c. Mid NGS 70#r, AR T RHAG J:H [ (572G > A, p.Arg191GIn)4i &
AR, Iy HIFESRAGR RhAG *572A. %8454k RhAG *572A Al RhD. 58454k RhAG *572A 1 RhCE 4 [ 41
MR £ 1E 5 RhAG. 55 RhD FIE# ) RhCE )5 .

4518 RHAG*572A Sehi 3L K4l & 7 A7 4E T2 1 59 D &ik, AW RhCE HIRIL.

12 {Prevalence of SMIM1 c.64_80del17 homozygotes
in southeastern Brazil: the Vel-negative phenotype)
(EFERE K SMIM1 c.64_80del17 4i& T :Vel BHER

R FIImAT D
Y% : Marcia R. Dezan

KiE: Volume59, Issuel, January 2019

Vel & —Fh 5 i AH G 1) i i, 5t Sussman Al Miller T~ 1952 E4#iR . & 4], X MR ISBT
JA2EEI 901 R, fil, f£ 2013 4, Vel HiLJf K170 T HAHHE, Vel ARG IER AN X R Vel
FAPER AL ALy SMIMA LRI SRR 1 3 Filt 17 MZAFER B2k (hg19, chr.1:
9.3691998-3692014delGTCAGCCTAGGGGCTGT)M4li &1« 4 MALE M il B4 )5 I HT-Vel I, 185
PREEDN Vel HTERAL. 18I Vel ATERALZ SN, FEHF SR a 25, W 1. 1700 FE/EHHK

ONYENE A B AEER, 1 - 4000 fERRHH, 1. 2500 fEJL3E, 1 : 2120 FEMEEVIR . X AFLEDT-Vel B e
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Vel [k 21 52 22 4= ML A 5 22

ARk, R I BRAS RUGR  (0 43 F- J7 1R ik Vel (AR 5 sk et it o BRIk, FAThRAEL 7 —Fb
orF5km%, R DNA ) 77 sURAEN Vel BIPEUA, 1% R BORIE T8 IR FE R A I, % SRRS BIE I 2
RORERA ) o FA TR HTXAh T 2ok 5 Vel 1R AL T 00 AR R B PR, 8] DAy 3k e 00 £ SR o 2
Z T HFEBINGE NBE R R R A, P DX SE R 75 5 i X BB R A M ISR o ) 2B AR R i
Hhi i) 25322 A BRILE BEAT 7T, PSMBIEHE S 2] T oGSO R (0.008%) 4L &1, 208 M 5B
R o B R 7 R AALE AR — PR SE T 28 & P4l . Tl Vel [ 142 AL R AR S
N 1112,661, ZEArFER LSRN 0.4% (q = 0.004), FFASAIIEH RN 99.6% (p = 0.996). * EZ|
PIANEE T, Vel BIVEGHATH RS ) 95% & {5 X [H7E 3448: 1 #1100,000: 1 2 [A4E{k .

XTI FTE IR TS 1 Vel ISR B R EPE R . Vel KM ISR Vel+/Vel+. Vel -/Vel+. Vel- /Vel-
53995 99.171%+ 0.821%. 0.008%. X — 15 & [ H LM RR T IXFE— NSk, RILLAT Vel B TERBI# (14

IR AE RN A 8 s KR S AR E 1Y -

( Vox sanguinis )

Volume 114, Issue 2, February 2019

13 (A novel c.166A>T (p.Thr56Ser) mutation in
GYPB*S accounting for unusual S antigen expression)
(GYPB*S #f] c.166A>T (p.Thr56Ser) X33 S )&
RIEFE)
fE#: Yumi Suzuki

KJR: Volume114, Issue2, February 2019, Pages 171-173
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HE.

T 5t TR RIS A P AR I — N NI L(RBCs)S FURRIBIRTS « Sl & 8 2 o ke i ks il
79 S+ s+438, {H RBS 5 =F B SE S-S N, SEiEH ToHi-S [FAIAR, ke & Sanger WP R SeiiE
HON 4 HMET 166A>T (p. Thr56Ser)RAF . i F /G iEE 1) RBCs % 60 455 BRI Z 37 puikiiids, KEIPT

K. GYPB * S [] 166T M4 — AT H ) S Flal, (ERZH KU EEH 07T,

( Blood transfusion )

14 {Comprehensive phenotypic and molecular
investigation of RhD and RhCE variants in Moroccan

blood donors)

( BEV& BFR I3 RhD #1 RhCE £ KRR M4 FHF5T)

f€%: Houria El Housse

JE . Blood Transfus. 2018 Oct 24:1-6
W

Hi: 2IHATGAIE, CARE T 650 ZANIIRIEE/ )R AR R . X S8 5 () BRI 28 4 A A2 P AL 5% 1
FERIML S 2 rp, FC S X ARAIE P e 4 B BB S AW FE 1 H AR S8 3 i3 22 A RN -1 A 0 2 40 HT
A AN AR B i BF R 3 P Rh 28 5 (R R TR

ORI i AR T 4458 ZBRIILE M MIRREAS, JEIL 55 BEHTIR 10 E 3 ik 2G04 Rh $itJE(D. C. c.
E A1 e) AT 14325, RAMBEPIERE IR (IAT) K RHD BIHERE 555 D RiE, HEERSAR B RE AR
MF5 C. v E. e FKik. i A KRG IAT Al Ay RIS D BEEMFE S 157 D. RHD #1 RHCE
LN, I %O BL(QMPSF)A/EL Sanger il 7 1) 7€ &% B PCR 24T

455 4 038 14(90.58%)F1 420 151(9.42%) MLiF % £ 4379 D BHTEAN D BitE, Horh 23 41(0.52%) 455 D AL,
WIS, 7621 A58 D FEARH, KIL RHD*55 D 4.0 B2 i i ()48 S 2501 e R (n=11), JF AR T
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—ANHH) RHD(V270A) AL AE R . 76 17 M7 20 4~38 5% RHCE S5 35 ] 1B A4 i 4 51 Rh CcEe i)
A ik, Hh AR —/N ) RHCE*ce(499G)4 X 47 2K (p.M167V).

PHE: HIRAEEEIS R AREP AL T Rh RGN 70 7L 2 . FERATHI BRI EEat B, Oy AU/ 2 A4 T
Fic, DA 1552 P 7E R R AR KUK, AT IS ) 70 A b ot 375 25 1R 7 i 4% R 7 e S WG 06 20 o A5 . 2)7E iR

AL L7353 BT R SE AN AT -

15 {Molecular genetic analysis of weak ABO

subgroups in the Chinese population reveals ten novel

ABO subgroup alleles)
(FE AEF S ABO ERIF) 43T 45F 0 K3 10 4

HTHI ABO Y RISE A7 B )

f£#: Huang H, Jin S, Liu X

KJ5: Blood Transfus. 2018 Sep 3:1-6
THE:

H¥: ABO I Y455 W A2 i il ABO I 7Y 22 57 (1 B B K 2 — . E8L, FAWTFL 7 o E A+ 55 ABO L
RERI 0 A, JF %€ 110 MBI 93 ABO SERFSEALFE A

MRS T B R AR R AT R A A, 8 BRI e s JA Y 2> A ABO JE [ f¥) DNA A, i
AR 2 M AN A RS IR S8 VA Wl S e RS i S AR AR D

S5 AE 145 J5 AL 52l Al 2 351 4] ABO I ZUACES I MA . %55 H 10 AT S5 ABO JEHESE {7
o 7 7R GTA %42 p.L339P , R/ RAFRENAL GTA MRS, BERREIENE. RS RIESLEE
R, He gt GTA AR p.L339P Jm Hela il A HLJsi ik [t 42 5 P £ 7 GTA B Lt 4 i AH Lb W] 22 A

gk R 55E 10 B ABO WAL . p.L339P il A GTA /R, M
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FasETE, TIRESEA RAEES.

16 {Red blood cell alloimmunisation in

transfusion-dependent thalassaemia: a systematic

review)

(i L 4 8 2R ot v e L ) £ 2 i R o S A B % - 2 4 [ )

YE#: Massimo Franchini

K¥i: Blood Transfusion - 1 2019 (January-February)
HE
e 20 i fan o 2 VR 97 7 E M il 2 I ) — 2079 AR, RXMRIT 2B VF 2 A RN REAT,
TR R A e . A RGEERIA Y H R WU H T < 2140 i [R5 4% G 52 (0 SR B 6
MBI BRATHEAT 7RG SCRR R, #E 1T 41 ABSIBHTE, K 9256 4 B .
GEL. LTI SRR G I R N 11.4%(95% T {5 X [7:9.3-13.9%), %t Rh il Kell 2475 1) 5t s %
B 1(52.4%) M1 Kell(25.6%). =I5k, 1% Rh A Kell R GEH0R 1 F R S ARPUAR 560K 78%. Huhifs
DI 8] 2 R ) 2 4 S A G 2 R R e Tt i B L B R 5 (15.5 vs 12.8%)).
TS VTR RSy I H rp o 73 1fn A8 2 AR I 1 Rh A1 Kell BUJRL, 5212 A 0% 1 21 200 P [0 ol 6 88 1140 JRU TG %
ik 80% /i fi o
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(Transfusion Medicine Reviews)

Volume 33, Issue 1, pp. 1 - 68 (January 2019)

17 {Impact of Red Blood Cell Antigen Matching on
Alloimmunization and Transfusion Complications in Patients

with Sickle Cell Disease: A Systematic Review)

(4 4t -0 SR L Be 3o SR 20 B 18 3 (R o S 4 S B R g o
FAEHIFE I : RGELHR )

fE#: Ross M. Fasano
K5 : Transfusion Medicine Reviews 33 (2019) 12 - 23

WE.

T4 MO A2 TR T R 40 55 (SCD) M e I RRE I G, AR £ 4 R S Ak e o R AR B LS o2
T SRR S L A5 3 D) R e A LM IE WA T SCD B3 b RIFh LA 1 R AR SR 8, e Rh A Kell HiJ .
BRI, 256 [ [E S BAER Fe ke T 2 UM e B L7 = = TR M 1, BR T ABO. RhD HitJsiét, 2040 it 1)
Clov B/ e A1 K 5B ¢ BEHEATUCAC o SRTT, SCRPEX LG USRI A A FRIK, Xt SCD A [ 544 6
IFEIEER R . N T RS X Se R 58 10 BRI, FRAT TS el [R o e A 28« A B 98 M0 L S o K0 A o
I L 575 25 R0 DR R £ 40 e 5 DC TG S 5 FOE S JEAT T RS 25 . 7€ PubMed. Embase. Cochrane
A Web of Science ¥4f5 /=1, M H] MeSH & 51 FISCAARIE(M 1976 F 2] 2015 48 10 [), @ &R SCHE, 1
e WA ARIE R AN Medline Alerts f R E] 303 F AR MISCE . 19 FSCHEATEANEIRHE, FA-EpOiE T
WEHE BUEHE K P70 3 19 TR FE 1 18 TN 1 IR AT i A A R thOUL SR AT 78 i i AT RTRE VR BEHL AT
BRI . b 16 RRBABIBET, 2 BARBEMIHHT AL, 1 f 2 RERIEAG I . Sk B W2 A FIRT A BRI 3
SCRE, 4 R 2L 4 AL 375 27470 B D TR T BERAEG [ ol S5k S e RO 8, B ML s e 5 AR /D Rl HARTE AR — 8. %

AT UE 8 2 W TS0 1 2 DR R DG P o0 R0 S A S B« S S e i I, S N2 A 0 SR o A Tk s TS 428 32k PR R DL
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P 5 M7 A VG O REAT BUBR . R = 1 Jo R R IR AR R S RF 0 T e LR IR e PR R SR o 7 BEEAT 2 P Lo AT

PEBEAUI PR, LURA 2 {8 FH L7527 A0 Sk DA 7R DG 57 i PG ) o S A2 9 8 T8 A 3 1 i A SRS

(Transfusion medicine )

18 {(Antibodies to human platelet antigens form a

significant proportion of platelet antibodies detected in

Indian patients with refractoriness to platelet

transfusions)
CHEXT /MRy ETC T ER B BB P, R 3] B A\ SR/ BT
JRPiAk 5 Mk Bigk i Bl oK)

fEZ&: A.S. Abraham

K. Transfus Med. 2018 Oct;28(5):392-397

HE:

TR /NI A2 /MR R/ H IR 1Y) — T R T SRS . R, R AR MR R R SR AR LA, —
L S L B A A I IR T HOR BRI B 2 S

F: AHETE R H A2 0T TN R A 7 A G B ARRAT REEE 8 B0 JEE A8 I Y05 I /AR 52 26 2 vh 4 5 1l
KR R (PR 57 28

BH STk k80 HIREAE 2 W4 i s2(F /> 5 UG fan i) ) S NN AT FT, A SRARATT A a1 /MR 24
NI B TR B RS RS IE T RO B AR S g S R IR S B /N AR TS R B EHEBR AE AT T2 S . X 4

mLEDTA MAEBHATHE I, M 2Z4E-80 C I 4r B A7, 78 PAK-2LE 434t .
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G50 FEFATHWT T, /N R AR S SR IRAT 320 60% . £ 48 B 380 M MR LA I £
[R5 A5 TN A0 B S (HLA) 5 HL/IMSURE 57 1 (PS) LRI (838 15 54.2% . 76 80 BT S AREH, hla fifkm
SIRATHN 51.25%, PS HuikRERATEN 41 « 25%.

530 FERATHEFE, PS HUAR AR GAT R5FE e T B A0 A [ K 0 JoA A . 7R EEF BRI — N, T

H hla DG ISR AT SR /N Ay To R

(Transfusion Clinique et Biologique)

19 {(Relevance and costs of RHD genotyping in

women with a weak D phenotype)

(59 D R % & RHD £ [F 7 R H AT R A )

fE#: L.Laget

>KJ5: Volume 26, Issue 1, February 2019, Pages 27-31
WHE:

F: 320347 i D s, DU E 2L B DT ARl =R & RhIG FB (3G RORE . RHD 2 [A] 73 B i
ME—— ] gEXT 59 D 2 ok TR (B B4R S R 5 0. AR BT i EAl AR L 455 D RA AP RHD
B[R 4 B4R S RhIG T 457 5 .

Jike Xf 273 B D RS REAT 2 FRORIS R RRAS LURL . AEEE —FPSRIR R, IATRA AT RRE R, A
D RAURES 1) LA AT D—RX A, BIEHEA YA RhD [RIR e AR R o XS0 LA 2 1 1B 1k vh
JTo FE5E NG R, XTI 459 D RA WA AT RAD LR 3. SR )5 R4 L DR A 3k 3 HH R R AR OK
B € JE BEHIIRTT o

SR FERETCRASI T, I B A AR R A RIS R B F O 26,536 RHD &K 73 BUR I 1 162 185 D 1AL 2

RUFN 3 A, Al HON DY, 111 MRS D F N D—. I FUBEX PR SR, FRATIBA A o i) R AR — K
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SRRV YT B B R YR T 12046 Ju. fEVERE, — A ELCTPIA 2 RRAE, Tk R B R AT K,
DRI oA DU PR 2271548 [0 2% T D 38,581 TG

g5k X D RALGIHZEBEAT RHD SR 0 R, ) DU AR A 3 58 S 2 RS (738 7 i R iRl H1 99 D 1
R, 2 BE 3 R, SXIUHTEZ A RE VT THRIAN ROIG T3R5 75 24 78 . BTy 18, 2 ek 3 gy

D MR AE 7 E ML 598 D—7 .

) zmep

BIOSUPER

8 (] 2 R 1 A Tk 2! ! !
N 5! ! !
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